[Genetic variability in Scots pine populations from the Bryansk region contaminated by radioactive pollutants as a result of the Chernobyl NPP accident].
The method of isozymic analysis of megagametophytes is used for an estimation of genetic variability in populations of Scots pine (Pinus sylvestris L.), inhabiting contrast on the level of radioactive contamination (60-17800 Bq/kg on 137Cs) sites in the Bryansk region, undergone to radioactive pollution as a result of the Chernobyl accident. Values of all investigated parameters of genetic variability (heterozygosity, frequency of polymorphic loci, Jivotovski index) and frequencies of the mutations for loss of enzymatic activity increase with a doze absorbed by critical organs of pine trees. Presented data show that a high level of mutation occurrence is intrinsic for descendants (seeds) of pine trees in the investigated populations, and genetic diversity in the populations is essentially conditioned by radiation exposure.